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Periodontitis is one of the most common diseases in dentistry and results from the accumulation of bacterial biofilm on the tooth surface. Black-pigmented, Gram negative
oral anaerobes such as Porphyromonas gingivalis and Prevotella intermedia are thought to be pathogens in adult periodontitis [1, 2]. Odontogenic local infections require
surgical treatment and, if required, a probabilistic antibiotherapy is needed that is effective on most recognized oral pathogens [3]. In most cases, antibiotic prescription is

empirical and based on the clinical condition of the patient.
Reports from different countries show an increasing prevalence of patients with oral antibiotic resistant bacteria. However, in Portugal there is no data concerning

antibiotic resistance of oral flora.

The main goal of this study was to identify Porphyromonas gingivalis and Prevotella intermedia strains from periodontal pockets of Portuguese adults suffering of
periodontitis infections. Moreover, the isolated strains were also tested for the presence of antibiotic resistance genes.
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IV. Bacterial identification was

V. Identification of the presence

L . . performed using the API Rapid ID .
of antibiotic resistance genes in . 2 :
. . 32 A system (bioMérieux) and ®
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cfxA gene - Handal et al. [7];
ErmB and MefA genes — Najafi
Mosleh et al. [8].

II. Preliminary characterization of microbial species was
based on colony pigmentation and morphology, Gram
staining and catalase production.
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Table 1 — Identification of P. gingivalis and P. intermedia using classical methods and
PCR and identification of antibiotic resistance genes.

Antibiotic Resistance Genes

Tetracycline B-Lactamases Erythromycin ~ Metronidazol
_ identified by API* and PCR | TetQ |TetM| CfxA | TEM | ErmB | MefA | Nim |
20% 0% 0% 0% 2% 0% 0% 0%
44% 4% 2% 2% 20% 2% 0% 0%
36% 0% 2% 0% 8% 0% 0% 0%
100% 4% 4% 2%  30% 2% 0% 0%

*API Rapid ID 32 A system (bioMérieux)

In this study Prevotella intermedia represented 44% and Porphyromonas gingivalis 20% of total isolates, with a good correlation between employed methods. The
remaining 36% strains belonged to other black-pigmented species (Table 1). These results were in accordance with several authors, which report that P. intermedia and P.
gmglvalls are commonly |solated from penodontltls mfectnons bemg conS|dered the most abundant putatlve black plgmented speC|es [1 3, 9]
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